The locus for X linked recessive myotubular myopathy (MTMl) has previously been mapped to Xq28 by linkage analysis. We report two new families that show recombination between MTM1 and either DXS304 or DXS52. These families and a third previously described recombinant family were analysed with two highly polymorphic markers in the DXS304-DXS52 interval, the DXS455 VNTR and a newly characterised microsatellite, DXS1684 (82% heterozygosity). We report the isolation of a highly polymorphic microsatellite (DXS1684) that was analysed, together with the DXS455 VNTR'°in three recombinant MTM1 families. The cosegregation of MTM1 and both DXS455 and DXS1684 in these three families indicates that MTM1 is localised within the DXS304-DXS52 interval which overlaps with the distal end of the region deleted in the female patient, thereby validating the latter case for mapping the MTM1 locus. Taken together, the linkage data and the analysis of the deletion patient7 (Dahl et al, in preparation) 
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